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Misfolded proteins and protein aggregation are drivers and accelerators for in iCell® DopaNeurons (DNCs) (AHN-SNCA-LRRK2-GBA)

neurodegenerative diseases, including Alzheimer’s Disease (AD) and Parkinson’s
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Tau aggregation in iCell® GlutaNeurons (GNCs)

Figure 3. The treatment with proteasome activator PD169316 reduced a-Syn aggregates in a c/r

Figure 1. GNCs showed Tau deposits and increased number of Amytracker spots, by Imaging, and manner, as observed by imaging and TR-FRET readouts.
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Conclusions
We provide a physiologically relevant assay platform to model PD and AD for drug discovery, multiplexable
FULFILM @5, | with several readouts, and suitable for compound profiling and screening campaigns.
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